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0.7%

Andropogonodae
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0.3%

Culicinae
0.4%

Brachycera
1.1%

Muscomorpha
1.1%

Eremoneura
1.1%

Cyclorrhapha
1.1%

Schizophora
1%

Acalyptratae
1%

Ephydroidea
1%

Drosophilidae
1%

Drosophilinae
1%

Drosophilini
1%

Drosophilina
1%

Drosophiliti
1%

Drosophila
1%

Sophophora
0.8%

melanogaster
group
0.6%melanogaster

subgroup
0.4%Drosophila

yakuba

0.2%

Hymenoptera
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1.6%

Bovidae
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Suidae
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Lagomorpha
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Leporidae
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0.2%

Glomerellaceae
0.2%

Colletotrichum
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Aedes
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