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Lecanoromycetes
0%

OSLEUM
clade
0%

Ostropomycetidae
0%

dothideomyceta
2.5%

Dothideomycetes
2.5%

Dothideomycetidae
0%

Capnodiales
0%

Cladosporiaceae
0%

Cladosporium
0%

Pleosporomycetidae
1.1%

Pleosporales
1.1%

Sordariomycetes
2.2%

Hypocreomycetidae
2%

Hypocreales
1.4%

Clavicipitaceae
0%

Agaricomycotina
2.5%

Tremellomycetes
1.4%

Tremellales
0.8%

Tremellaceae
0.8%

Agaricomycetes
0.8%

Agaricomycetes
incertae sedis

0%

Agaricomycetidae
0%

Agaricales
0%

Pucciniomycotina
0%

Ustilaginomycotina
1.1%

Malasseziomycetes
0.8%

Malasseziales
0.8%

Malasseziaceae
0.8%

Malassezia
0.8%

Cryptomycota
0%

Rozella
0%

Pseudomonas
sp. E5(2010)

0%

Pasteurellales
0%

Pasteurellaceae
0%

Haemophilus
0%

Rhizobium
sp. XHH1

0%

Sandaracinobacter
0%

Ralstonia
sp. cch_60

0%

environmental
samples

0%

uncultured
proteobacterium

0%

environmental
samples

0%

uncultured
delta proteobacterium

0%

environmental
samples

0%

uncultured
Firmicutes bacterium

0%

Streptococcaceae
0%

Streptococcus
0%

Lactobacillaceae
0%

Lactobacillus
0%

Erysipelotrichia
0%

Erysipelotrichales
0%

Erysipelotrichaceae
0%

Turicibacter
0%

Phascolarctobacterium
0%

Porphyromonadaceae
0%

Proteiniphilum
0%

Prevotellaceae
0%

unclassified
Prevotellaceae

0%

Solibacteres
0%

Solibacterales
0%

Solibacteraceae
0%

Candidatus
Solibacter

0%

Candidatus
Solibacter usitatus

0%

Candidatus
Solibacter usitatus Ellin6076

0%

unclassified
Acidobacteria (miscellaneous)

0%

environmental
samples

0%

uncultured
Chloroflexi bacterium

0%

environmental
samples

0%

uncultured
actinobacterium

0%

Microbacteriaceae
0%

Curtobacterium
0%

Corynebacteriales
0%

Corynebacteriaceae
0%

Corynebacterium
0%

Propionibacteriales
0%

Propionibacteriaceae
0%

Propionibacterium
0%

Acidimicrobiia
0%

Acidimicrobiales
0%

unclassified
Acidimicrobineae

0%

Coriobacteriia
0%

Coriobacteriales
0%

Coriobacteriaceae
0%

unclassified
Coriobacteriaceae

0%

Singulisphaera
0%

Euryarchaeota
0%

unclassified
Euryarchaeota

0%

Marine
Group II

0%

environmental
samples

0%

uncultured
marine group II euryarchaeote

0%

uncultured
Methanosarcinaceae archaeon

0%

environmental
samples

0%

uncultured
archaeon

0%

Chytridiomycetes
incertae sedis

0%

Synchytriaceae
0%

Synchytrium
0%

Synchytrium
macrosporum

0%

Rhizophydiales
0%

environmental
samples

0%

uncultured
Rhizophydiales

0%

Glomerales
0%

Glomeraceae
0%

environmental
samples

0%

uncultured
Glomus

0%

Arthoniomycetes
0%

Arthoniales
0%

Arthoniaceae
0%

Arthonia
0%

Arthonia
caesia

0%

Arthonia
molendoi

0%

Leotiomycetes
0%

Helotiales
0%

Helotiaceae
0%

Unguiculariopsis
0%

Unguiculariopsis
thallophila

0%

Rhytismatales
0%

Rhytismataceae
0%

Tryblidiopsis
0%

Tryblidiopsis
pinastri

0%

Hypocreomycetidae
incertae sedis

0%

Etheirophoraceae
0%

Swampomyces
0%

Swampomyces
armeniacus

0%

Pseudomonas
aeruginosa group

0%

Pseudomonas
aeruginosa

0%

Rhodospirillaceae
0%

Carnobacteriaceae
0%

Lachnospiraceae
0%

unclassified
Lachnospiraceae

0%

unclassified
Micrococcineae

0%

Micrococcineae
bacterium LDB−B197

0%

Chytriomycetaceae
0%

Sarrameanales
0%

Sarrameanaceae
0%

Loxospora
0%

Loxospora
ochrophaea

0%

Nectriaceae
0.8%

Fusarium
0.8%

Sordariomycetidae
0%

environmental
samples

0%

uncultured
Filobasidiella

0%

Rozella
allomycis

0%

Rozella
allomycis CSF55

0%

environmental
samples

0%

uncultured
eukaryote

0%

Bradyrhizobiaceae
0%

unclassified
Bradyrhizobiaceae

0%

Hyphomicrobiaceae
0%

Delftia
0%

Limnohabitans
0%

Paenibacillaceae
0%

Brevibacillus
0%

Brevibacillus
brevis

0%

Enterococcaceae
0%

Enterococcus
0%

Enterococcus
faecium

0%

Facklamia
0%

Carnobacterium
0%

Granulicatella
0%

Pisciglobus
0%

unclassified
Lactobacillales

0%

Thermoanaerobacterales
0%

Thermodesulfobiaceae
0%

Coprothermobacter
0%

environmental
samples

0%

uncultured
Coprothermobacter sp.

0%

Microgenomates
0%

environmental
samples

0%

uncultured
Cytophaga sp.

0%

unclassified
Chloroflexi

0%

unclassified
Actinobacteria

0%

unclassified
Actinobacteria (miscellaneous)

0%

Micromonosporales
0%

Micromonosporaceae
0%

Micromonospora
0%

Torpedosporaceae
0%

Torpedospora
0%

Torpedospora
radiata

0%

Bacillus
halodurans C−125

0%

unclassified
Pucciniomycotina

0%

Beijerinckiaceae
0%

unclassified
Beijerinckiaceae

0%

unclassified
Betaproteobacteria (miscellaneous)

0%

marine
bacterium CS−69

0%

unclassified
Porphyromonadaceae

0%

Ktedonobacteria
0%

unclassified
Ktedonobacteria

0%

Collinsella
0%

environmental
samples

0%

uncultured
planctomycete

0%

Ophiocordycipitaceae
0%

Ophiocordyceps
0%

mitosporic
Sordariomycetes

0%

Canalisporium
0%

Canalisporium
jinghongensis

0%

uncultured
endophytic bacterium

0%

Viridiplantae
0%

environmental
samples

0%

uncultured
Enterobacteriaceae bacterium

0%

Azospirillum
0%

Azospirillum
brasilense

0%

unclassified
Rhodospirillaceae

0%

Blastomonas
0%

environmental
samples

0%

uncultured
Comamonadaceae bacterium

0%

Prevotella
0%

Gemmatimonadetes
0%

Gemmatimonadetes
0%

Gemmatimonadales
0%

Gemmatimonadaceae
0%

Gemmatimonas
0%

Propionibacterium
acnes

0%

Streptophyta
0%

Streptophytina
0%

Embryophyta
0%

Tracheophyta
0%

Euphyllophyta
0%

Spermatophyta
0%

Magnoliophyta
0%

Mesangiospermae
0%

eudicotyledons
0%

Gunneridae
0%

Pentapetalae
0%

Caryophyllales
0%

Amaranthaceae
0%

Bosea
0%

Cronobacter
0%

Cronobacter
sakazakii

0%

Lactobacillus
delbrueckii

0%

Lactobacillus
delbrueckii subsp. bulgaricus

0%

unclassified
Bacteroidales

0%

Halobacteria
0%

Halobacteriales
0%

Halobacteriaceae
0%

Halomicrobium
0%

Halomicrobium
sp. KM

0%

Fusarium
fujikuroi species complex

0.8%Fusarium
fujikuroi

0.8%Fusarium
fujikuroi IMI 58289

0.8%


