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sample_3ml_Bioo CGATGT_R1 001 fastq (total reads: 336)
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sample_3ml_lllumina_ GACGAC_combined 2 R1 001 fastq (total reads: 1007)
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sample 500ul_Illumina_TATAAT combined 2 R1 001 fastq (total reads: 3710)
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