
sample_SM11_norm1_sequence_fastq (total reads: 1441333)

root
100%

cellular
organisms

100%
Bacteria
15.1%

Cyanobacteria
0.3%

Oscillatoriophycideae
0.1%

Oscillatoriales
0.1%

Proteobacteria
4.8%

Gammaproteobacteria
0.8%

Pseudomonadales
0.3%

Pseudomonadaceae
0.3%

Pseudomonas
0.3%

Alphaproteobacteria
0.6%

Betaproteobacteria
2.2%

Burkholderiales
1.7%

Comamonadaceae
0.5%

Firmicutes
0.4%

Bacteroidetes/Chlorobi
group
2.4%

Bacteroidetes
2.3%

Flavobacteriia
1.8%

Flavobacteriales
1.6%

Flavobacteriaceae
1%

Flavobacterium
0.7%

Actinobacteria
4.7%

Actinobacteria
4.7%

Streptomycetales
4.4%

Streptomycetaceae
4.4%

Streptomyces
4.4%

Streptomyces
olindensis

4.3%

Eukaryota
30%

Viridiplantae
4.6%

Streptophyta
4.6%

Streptophytina
4.6%

Embryophyta
4.6%

Tracheophyta
4.5%

Euphyllophyta
4.4%

Spermatophyta
4.4%

Magnoliophyta
4.4%

Mesangiospermae
4.3%

Liliopsida
3.4%

Petrosaviidae
3.4%

commelinids
3.4%

Poales
3.4%

Poaceae
3.4%
BOP
clade
3.1%

Oryzoideae
0.8%

Oryzeae
0.8%

Oryzinae
0.8%

Oryza
0.8%

Oryza
glaberrima

0.7%

Pooideae
1.9%

Triticodae
1.9%

Triticeae
1.9%

Triticinae
1.7%

Triticum
1.6%

Triticum
aestivum

0.2%

Triticum
urartu
1.2%

Opisthokonta
12.6%
Fungi
8%

Dikarya
8%

Ascomycota
7.9%

saccharomyceta
7.9%

Pezizomycotina
7.9%

leotiomyceta
7.9%

sordariomyceta
7.5%

Sordariomycetes
7.4%

Hypocreomycetidae
5.9%

Hypocreales
5.4%

Nectriaceae
4.7%

Fusarium
4.7%

Fusarium
oxysporum species complex

3.6%Fusarium
oxysporum

3.6%

Sordariomycetidae
1.4%

Sordariales
1.4%

Sordariaceae
1.4%

Neurospora
1.4%

Neurospora
crassa
1.4%

Metazoa
4.2%

Eumetazoa
4.1%

Bilateria
4%

Protostomia
2.5%

Ecdysozoa
1.9%

Panarthropoda
1.5%

Arthropoda
1.5%

Mandibulata
1.3%

Pancrustacea
1.3%

Crustacea
0.5%

Branchiopoda
0.5%

Phyllopoda
0.5%

Diplostraca
0.5%

Cladocera
0.5%

Anomopoda
0.5%

Daphniidae
0.5%

Daphnia
0.5%

Daphnia
pulex
0.5%

Hexapoda
0.7%

Insecta
0.7%

Dicondylia
0.7%

Pterygota
0.7%

Neoptera
0.7%

Endopterygota
0.5%

Lophotrochozoa
0.6%

Annelida
0.5%

Polychaeta
0.5%

Scolecida
0.5%

Capitellida
0.5%

Capitellidae
0.5%

Capitella
0.5%

Capitella
teleta
0.5%

Deuterostomia
1.2%

Chordata
1.1%

Craniata
1.1%

Vertebrata
1.1%

Gnathostomata
1.1%

Teleostomi
1.1%

Euteleostomi
1.1%

Sarcopterygii
0.9%

Dipnotetrapodomorpha
0.9%

Tetrapoda
0.9%

Amniota
0.9%

Mammalia
0.7%

Theria
0.7%

Eutheria
0.7%

Boreoeutheria
0.7%

Laurasiatheria
0.5%

Stramenopiles
0.4%

Bacillariophyta
0.3%

Bacillariophyceae
0.3%

Bacillariophycidae
0.3%

Naviculales
0.3%

Phaeodactylaceae
0.3%

Phaeodactylum
0.3%

Phaeodactylum
tricornutum

0.3%

Phaeodactylum
tricornutum CCAP 1055/1

0.3%



sample_SM12_norm2_sequence_fastq (total reads: 1543700)

root
100%

cellular
organisms

100%
Bacteria
18.3%

Cyanobacteria
0.3%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
6.9%

Gammaproteobacteria
1.4%

Pseudomonadales
0.8%

Pseudomonadaceae
0.7%

Pseudomonas
0.7%

Alphaproteobacteria
0.7%

Betaproteobacteria
3.2%

Burkholderiales
2.5%

Comamonadaceae
0.7%

Firmicutes
0.4%

Bacteroidetes/Chlorobi
group
3.6%

Bacteroidetes
3.5%

Flavobacteriia
2.8%

Flavobacteriales
2.5%

Flavobacteriaceae
1.6%

Flavobacterium
1.1%

Actinobacteria
3.5%

Actinobacteria
3.5%

Streptomycetales
3.2%

Streptomycetaceae
3.2%

Streptomyces
3.2%

Streptomyces
olindensis

3.1%

Eukaryota
29.5%

Viridiplantae
4.9%

Streptophyta
4.8%

Streptophytina
4.8%

Embryophyta
4.8%

Tracheophyta
4.8%

Euphyllophyta
4.6%

Spermatophyta
4.6%

Magnoliophyta
4.6%

Mesangiospermae
4.6%

Liliopsida
3.7%

Petrosaviidae
3.7%

commelinids
3.7%

Poales
3.7%

Poaceae
3.7%
BOP
clade
3.5%

Oryzoideae
0.8%

Oryzeae
0.8%

Oryzinae
0.8%

Oryza
0.8%

Oryza
glaberrima

0.7%

Pooideae
2.3%

Triticodae
2.2%

Triticeae
2.2%

Triticinae
2%

Triticum
1.9%

Triticum
aestivum

0.4%

Triticum
urartu
1.3%

Opisthokonta
10.8%

Fungi
6.4%

Dikarya
6.4%

Ascomycota
6.3%

saccharomyceta
6.3%

Pezizomycotina
6.3%

leotiomyceta
6.3%

sordariomyceta
6%

Sordariomycetes
6%

Hypocreomycetidae
4.1%

Hypocreales
3.7%

Nectriaceae
3.1%

Fusarium
3.1%

Fusarium
oxysporum species complex

2.3%
Fusarium

oxysporum
2.3%

Sordariomycetidae
1.8%

Sordariales
1.7%

Sordariaceae
1.7%

Neurospora
1.7%

Neurospora
crassa
1.7%

Metazoa
4.1%

Eumetazoa
4%

Bilateria
3.9%

Protostomia
2.6%

Ecdysozoa
1.9%

Panarthropoda
1.6%

Arthropoda
1.6%

Mandibulata
1.5%

Pancrustacea
1.4%

Crustacea
0.8%

Branchiopoda
0.8%

Phyllopoda
0.8%

Diplostraca
0.8%

Cladocera
0.8%

Anomopoda
0.8%

Daphniidae
0.8%

Daphnia
0.8%

Daphnia
pulex
0.8%

Hexapoda
0.6%

Insecta
0.6%

Dicondylia
0.6%

Pterygota
0.6%

Neoptera
0.6%

Endopterygota
0.4%

Lophotrochozoa
0.6%

Annelida
0.6%

Polychaeta
0.6%

Scolecida
0.6%

Capitellida
0.6%

Capitellidae
0.6%

Capitella
0.6%

Capitella
teleta
0.6%

Deuterostomia
1%

Chordata
1%

Craniata
1%

Vertebrata
1%

Gnathostomata
1%

Teleostomi
1%

Euteleostomi
1%

Sarcopterygii
0.8%

Dipnotetrapodomorpha
0.8%

Tetrapoda
0.8%

Amniota
0.8%

Mammalia
0.6%

Theria
0.6%

Eutheria
0.6%

Boreoeutheria
0.6%

Laurasiatheria
0.5%

Stramenopiles
0.5%

Bacillariophyta
0.4%

Bacillariophyceae
0.3%

Bacillariophycidae
0.3%

Naviculales
0.3%

Phaeodactylaceae
0.3%

Phaeodactylum
0.3%

Phaeodactylum
tricornutum

0.3%

Phaeodactylum
tricornutum CCAP 1055/1

0.3%



sample_SM13_norm3_sequence_fastq (total reads: 1459426)

root
100%

cellular
organisms

100%
Bacteria
19.1%

Cyanobacteria
0.3%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
7.1%

Gammaproteobacteria
1.1%

Pseudomonadales
0.4%

Pseudomonadaceae
0.4%

Pseudomonas
0.4%

Alphaproteobacteria
0.7%

Betaproteobacteria
3.5%

Burkholderiales
2.7%

Comamonadaceae
0.8%

Firmicutes
0.5%

Bacteroidetes/Chlorobi
group

4%

Bacteroidetes
4%

Flavobacteriia
3.1%

Flavobacteriales
2.8%

Flavobacteriaceae
1.8%

Flavobacterium
1.2%

Actinobacteria
3.4%

Actinobacteria
3.4%

Streptomycetales
3%

Streptomycetaceae
3%

Streptomyces
3%

Streptomyces
olindensis

3%

Eukaryota
30.5%

Viridiplantae
4.9%

Streptophyta
4.8%

Streptophytina
4.8%

Embryophyta
4.8%

Tracheophyta
4.7%

Euphyllophyta
4.5%

Spermatophyta
4.5%

Magnoliophyta
4.5%

Mesangiospermae
4.4%

Liliopsida
3.6%

Petrosaviidae
3.6%

commelinids
3.6%

Poales
3.5%

Poaceae
3.5%
BOP
clade
3.3%

Oryzoideae
0.8%

Oryzeae
0.8%

Oryzinae
0.8%

Oryza
0.8%

Oryza
glaberrima

0.7%

Pooideae
2.1%

Triticodae
2.1%

Triticeae
2.1%

Triticinae
1.8%

Triticum
1.7%

Triticum
aestivum

0.3%

Triticum
urartu
1.3%

Opisthokonta
11.8%

Fungi
6.8%

Dikarya
6.8%

Ascomycota
6.8%

saccharomyceta
6.7%

Pezizomycotina
6.7%

leotiomyceta
6.7%

sordariomyceta
6.4%

Sordariomycetes
6.3%

Hypocreomycetidae
4.5%

Hypocreales
4.1%

Nectriaceae
3.5%

Fusarium
3.5%

Fusarium
oxysporum species complex

2.6%
Fusarium

oxysporum
2.6%

Sordariomycetidae
1.7%

Sordariales
1.7%

Sordariaceae
1.7%

Neurospora
1.7%

Neurospora
crassa
1.7%

Metazoa
4.6%

Eumetazoa
4.5%

Bilateria
4.5%

Protostomia
2.9%

Ecdysozoa
2.3%

Panarthropoda
1.9%

Arthropoda
1.9%

Mandibulata
1.7%

Pancrustacea
1.7%

Crustacea
1%

Branchiopoda
1%

Phyllopoda
1%

Diplostraca
1%

Cladocera
1%

Anomopoda
1%

Daphniidae
1%

Daphnia
1%

Daphnia
pulex
1%

Hexapoda
0.6%

Insecta
0.6%

Dicondylia
0.6%

Pterygota
0.6%

Neoptera
0.6%

Endopterygota
0.4%

Lophotrochozoa
0.6%

Annelida
0.6%

Polychaeta
0.6%

Scolecida
0.6%

Capitellida
0.6%

Capitellidae
0.6%

Capitella
0.6%

Capitella
teleta
0.6%

Deuterostomia
1.1%

Chordata
1.1%

Craniata
1.1%

Vertebrata
1.1%

Gnathostomata
1.1%

Teleostomi
1.1%

Euteleostomi
1.1%

Sarcopterygii
0.9%

Dipnotetrapodomorpha
0.9%

Tetrapoda
0.9%

Amniota
0.9%

Mammalia
0.7%

Theria
0.7%

Eutheria
0.7%

Boreoeutheria
0.7%

Laurasiatheria
0.5%

Stramenopiles
0.7%

Bacillariophyta
0.6%

Bacillariophyceae
0.5%

Bacillariophycidae
0.5%

Naviculales
0.5%

Phaeodactylaceae
0.5%

Phaeodactylum
0.5%

Phaeodactylum
tricornutum

0.5%

Phaeodactylum
tricornutum CCAP 1055/1

0.5%



sample_SM1_crc1_sequence_fastq (total reads: 412069)

root
100%

cellular
organisms

100%
Bacteria
21.2%

Cyanobacteria
0.3%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
6.7%

Gammaproteobacteria
1.7%

Pseudomonadales
1.1%

Pseudomonadaceae
1%

Pseudomonas
1%

Alphaproteobacteria
0.6%

Betaproteobacteria
2.7%

Burkholderiales
1.9%

Comamonadaceae
0.7%

Firmicutes
0.4%

Bacteroidetes/Chlorobi
group
2.5%

Bacteroidetes
2.5%

Flavobacteriia
1.9%

Flavobacteriales
1.7%

Flavobacteriaceae
1%

Flavobacterium
0.7%

Actinobacteria
7.9%

Actinobacteria
7.9%

Streptomycetales
7.6%

Streptomycetaceae
7.6%

Streptomyces
7.6%

Streptomyces
olindensis

7.6%

Eukaryota
27.5%

Viridiplantae
3.8%

Streptophyta
3.8%

Streptophytina
3.8%

Embryophyta
3.8%

Tracheophyta
3.7%

Euphyllophyta
3.6%

Spermatophyta
3.6%

Magnoliophyta
3.6%

Mesangiospermae
3.5%

Liliopsida
3%

Petrosaviidae
3%

commelinids
3%

Poales
3%

Poaceae
3%

BOP
clade
2.8%

Oryzoideae
0.4%

Oryzeae
0.4%

Oryzinae
0.4%

Oryza
0.4%

Oryza
glaberrima

0.3%

Pooideae
2.1%

Triticodae
2%

Triticeae
2%

Triticinae
1.9%

Triticum
1.7%

Triticum
aestivum

0.4%

Triticum
urartu
0.9%

Opisthokonta
12.4%

Fungi
9.1%

Dikarya
9.1%

Ascomycota
9%

saccharomyceta
9%

Pezizomycotina
9%

leotiomyceta
9%

sordariomyceta
8.8%

Sordariomycetes
8.7%

Hypocreomycetidae
8%

Hypocreales
7.7%

Nectriaceae
6.8%

Fusarium
6.8%

Fusarium
oxysporum species complex

6%Fusarium
oxysporum

6%

Sordariomycetidae
0.6%

Sordariales
0.6%

Sordariaceae
0.6%

Neurospora
0.6%

Neurospora
crassa
0.6%

Metazoa
3%

Eumetazoa
3%

Bilateria
2.9%

Protostomia
2%

Ecdysozoa
1.6%

Panarthropoda
1.3%

Arthropoda
1.3%

Mandibulata
1.2%

Pancrustacea
1.2%

Crustacea
0.7%

Branchiopoda
0.7%

Phyllopoda
0.7%

Diplostraca
0.7%

Cladocera
0.7%

Anomopoda
0.7%

Daphniidae
0.7%

Daphnia
0.7%

Daphnia
pulex
0.7%

Hexapoda
0.5%

Insecta
0.5%

Dicondylia
0.5%

Pterygota
0.5%

Neoptera
0.5%

Endopterygota
0.3%

Lophotrochozoa
0.3%

Annelida
0.3%

Polychaeta
0.3%

Scolecida
0.3%

Capitellida
0.3%

Capitellidae
0.3%

Capitella
0.3%

Capitella
teleta
0.3%

Deuterostomia
0.7%

Chordata
0.7%

Craniata
0.7%

Vertebrata
0.7%

Gnathostomata
0.7%

Teleostomi
0.7%

Euteleostomi
0.7%

Sarcopterygii
0.6%

Dipnotetrapodomorpha
0.6%

Tetrapoda
0.6%

Amniota
0.6%

Mammalia
0.5%

Theria
0.5%

Eutheria
0.5%

Boreoeutheria
0.5%

Laurasiatheria
0.4%

Stramenopiles
0.5%

Bacillariophyta
0.4%

Bacillariophyceae
0.3%

Bacillariophycidae
0.3%

Naviculales
0.3%

Phaeodactylaceae
0.3%

Phaeodactylum
0.3%

Phaeodactylum
tricornutum

0.3%

Phaeodactylum
tricornutum CCAP 1055/1

0.3%



sample_SM2_crc2_sequence_fastq (total reads: 636917)

root
100%

cellular
organisms

100%
Bacteria
18.6%

Cyanobacteria
0.3%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
7.5%

Gammaproteobacteria
2%

Pseudomonadales
1.3%

Pseudomonadaceae
1.2%

Pseudomonas
1.2%

Alphaproteobacteria
0.7%

Betaproteobacteria
2.9%

Burkholderiales
2.2%

Comamonadaceae
0.7%

Firmicutes
0.5%

Bacteroidetes/Chlorobi
group
3.5%

Bacteroidetes
3.5%

Flavobacteriia
2.7%

Flavobacteriales
2.4%

Flavobacteriaceae
1.5%

Flavobacterium
1%

Actinobacteria
3%

Actinobacteria
2.9%

Streptomycetales
2.5%

Streptomycetaceae
2.5%

Streptomyces
2.5%

Streptomyces
olindensis

2.5%

Eukaryota
31.1%

Viridiplantae
5.4%

Streptophyta
5.3%

Streptophytina
5.3%

Embryophyta
5.3%

Tracheophyta
5.3%

Euphyllophyta
5.1%

Spermatophyta
5.1%

Magnoliophyta
5.1%

Mesangiospermae
5%

Liliopsida
4.1%

Petrosaviidae
4.1%

commelinids
4.1%

Poales
4%

Poaceae
4%

BOP
clade
3.8%

Oryzoideae
0.8%

Oryzeae
0.8%

Oryzinae
0.8%

Oryza
0.7%

Oryza
glaberrima

0.7%

Pooideae
2.6%

Triticodae
2.6%

Triticeae
2.6%

Triticinae
2.3%

Triticum
2.2%

Triticum
aestivum

0.6%

Triticum
urartu
1.2%

Opisthokonta
10.8%

Fungi
5.9%

Dikarya
5.9%

Ascomycota
5.9%

saccharomyceta
5.8%

Pezizomycotina
5.8%

leotiomyceta
5.8%

sordariomyceta
5.5%

Sordariomycetes
5.5%

Hypocreomycetidae
3.8%

Hypocreales
3.4%

Nectriaceae
2.8%

Fusarium
2.8%

Fusarium
oxysporum species complex

2%
Fusarium

oxysporum
2%

Sordariomycetidae
1.6%

Sordariales
1.5%

Sordariaceae
1.5%

Neurospora
1.5%

Neurospora
crassa
1.5%

Metazoa
4.5%

Eumetazoa
4.4%

Bilateria
4.3%

Protostomia
2.7%

Ecdysozoa
2.2%

Panarthropoda
1.8%

Arthropoda
1.8%

Mandibulata
1.7%

Pancrustacea
1.6%

Crustacea
0.9%

Branchiopoda
0.9%

Phyllopoda
0.9%

Diplostraca
0.9%

Cladocera
0.9%

Anomopoda
0.9%

Daphniidae
0.9%

Daphnia
0.9%

Daphnia
pulex
0.9%

Hexapoda
0.7%

Insecta
0.7%

Dicondylia
0.7%

Pterygota
0.7%

Neoptera
0.7%

Endopterygota
0.4%

Lophotrochozoa
0.5%

Annelida
0.5%

Polychaeta
0.5%

Scolecida
0.5%

Capitellida
0.5%

Capitellidae
0.5%

Capitella
0.5%

Capitella
teleta
0.5%

Deuterostomia
1.2%

Chordata
1.1%

Craniata
1.1%

Vertebrata
1.1%

Gnathostomata
1.1%

Teleostomi
1.1%

Euteleostomi
1.1%

Sarcopterygii
1%

Dipnotetrapodomorpha
1%

Tetrapoda
1%

Amniota
1%

Mammalia
0.7%

Theria
0.7%

Eutheria
0.7%

Boreoeutheria
0.7%

Laurasiatheria
0.6%

Stramenopiles
0.5%

Bacillariophyta
0.4%

Bacillariophyceae
0.3%

Bacillariophycidae
0.3%

Naviculales
0.3%

Phaeodactylaceae
0.3%

Phaeodactylum
0.3%

Phaeodactylum
tricornutum

0.3%

Phaeodactylum
tricornutum CCAP 1055/1

0.3%



sample_SM3_crc3_sequence_fastq (total reads: 811368)

root
100%

cellular
organisms

100%
Bacteria
19.8%

Cyanobacteria
1.5%

Oscillatoriophycideae
1.1%

Oscillatoriales
0.9%

Proteobacteria
6.7%

Gammaproteobacteria
1%

Pseudomonadales
0.4%

Pseudomonadaceae
0.4%

Pseudomonas
0.4%

Alphaproteobacteria
0.7%

Betaproteobacteria
3.2%

Burkholderiales
2.5%

Comamonadaceae
0.7%

Firmicutes
0.5%

Bacteroidetes/Chlorobi
group

4%

Bacteroidetes
4%

Flavobacteriia
3.1%

Flavobacteriales
2.8%

Flavobacteriaceae
1.8%

Flavobacterium
1.3%

Actinobacteria
3.2%

Actinobacteria
3.2%

Streptomycetales
2.8%

Streptomycetaceae
2.8%

Streptomyces
2.8%

Streptomyces
olindensis

2.8%

Eukaryota
31.1%

Viridiplantae
5.4%

Streptophyta
5.3%

Streptophytina
5.3%

Embryophyta
5.3%

Tracheophyta
5.2%

Euphyllophyta
5.1%

Spermatophyta
5.1%

Magnoliophyta
5.1%

Mesangiospermae
5%

Liliopsida
3.9%

Petrosaviidae
3.9%

commelinids
3.9%

Poales
3.9%

Poaceae
3.9%
BOP
clade
3.7%

Oryzoideae
1%

Oryzeae
1%

Oryzinae
1%

Oryza
1%

Oryza
glaberrima

0.9%

Pooideae
2.3%

Triticodae
2.3%

Triticeae
2.3%

Triticinae
2%

Triticum
1.8%

Triticum
aestivum

0.3%

Triticum
urartu
1.4%

Opisthokonta
11.7%

Fungi
6.6%

Dikarya
6.6%

Ascomycota
6.5%

saccharomyceta
6.5%

Pezizomycotina
6.5%

leotiomyceta
6.5%

sordariomyceta
6.1%

Sordariomycetes
6.1%

Hypocreomycetidae
4%

Hypocreales
3.6%

Nectriaceae
2.9%

Fusarium
2.9%

Fusarium
oxysporum species complex

2%
Fusarium

oxysporum
2%

Sordariomycetidae
1.9%

Sordariales
1.9%

Sordariaceae
1.9%

Neurospora
1.9%

Neurospora
crassa
1.9%

Metazoa
4.7%

Eumetazoa
4.6%

Bilateria
4.5%

Protostomia
2.9%

Ecdysozoa
2.1%

Panarthropoda
1.8%

Arthropoda
1.8%

Mandibulata
1.7%

Pancrustacea
1.6%

Crustacea
0.9%

Branchiopoda
0.9%

Phyllopoda
0.9%

Diplostraca
0.9%

Cladocera
0.9%

Anomopoda
0.9%

Daphniidae
0.9%

Daphnia
0.9%

Daphnia
pulex
0.9%

Hexapoda
0.7%

Insecta
0.7%

Dicondylia
0.7%

Pterygota
0.7%

Neoptera
0.7%

Endopterygota
0.5%

Lophotrochozoa
0.7%

Annelida
0.6%

Polychaeta
0.6%

Scolecida
0.6%

Capitellida
0.6%

Capitellidae
0.6%

Capitella
0.6%

Capitella
teleta
0.6%

Deuterostomia
1.2%

Chordata
1.2%

Craniata
1.2%

Vertebrata
1.2%

Gnathostomata
1.2%

Teleostomi
1.2%

Euteleostomi
1.2%

Sarcopterygii
1%

Dipnotetrapodomorpha
1%

Tetrapoda
1%

Amniota
1%

Mammalia
0.7%

Theria
0.7%

Eutheria
0.7%

Boreoeutheria
0.7%

Laurasiatheria
0.6%

Stramenopiles
0.6%

Bacillariophyta
0.5%

Bacillariophyceae
0.4%

Bacillariophycidae
0.4%

Naviculales
0.4%

Phaeodactylaceae
0.4%

Phaeodactylum
0.4%

Phaeodactylum
tricornutum

0.4%

Phaeodactylum
tricornutum CCAP 1055/1

0.4%



sample_SM6_uc1_sequence_fastq (total reads: 714165)

root
100%

cellular
organisms

100%
Bacteria
19.2%

Cyanobacteria
0.4%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
7.5%

Gammaproteobacteria
0.9%

Pseudomonadales
0.4%

Pseudomonadaceae
0.3%

Pseudomonas
0.3%

Alphaproteobacteria
0.8%

Betaproteobacteria
3.7%

Burkholderiales
2.9%

Comamonadaceae
0.9%

Firmicutes
0.5%

Bacteroidetes/Chlorobi
group

4%

Bacteroidetes
4%

Flavobacteriia
3.1%

Flavobacteriales
2.8%

Flavobacteriaceae
1.8%

Flavobacterium
1.2%

Actinobacteria
2.9%

Actinobacteria
2.9%

Streptomycetales
2.4%

Streptomycetaceae
2.4%

Streptomyces
2.4%

Streptomyces
olindensis

2.3%

Eukaryota
31.9%

Viridiplantae
5.4%

Streptophyta
5.3%

Streptophytina
5.3%

Embryophyta
5.3%

Tracheophyta
5.3%

Euphyllophyta
5.1%

Spermatophyta
5.1%

Magnoliophyta
5.1%

Mesangiospermae
5%

Liliopsida
4%

Petrosaviidae
4%

commelinids
4%

Poales
4%

Poaceae
4%

BOP
clade
3.7%

Oryzoideae
1%

Oryzeae
1%

Oryzinae
1%

Oryza
1%

Oryza
glaberrima

0.9%

Pooideae
2.2%

Triticodae
2.2%

Triticeae
2.2%

Triticinae
1.9%

Triticum
1.8%

Triticum
aestivum

0.2%

Triticum
urartu
1.4%

Opisthokonta
12.2%
Fungi
6.6%

Dikarya
6.6%

Ascomycota
6.5%

saccharomyceta
6.5%

Pezizomycotina
6.5%

leotiomyceta
6.5%

sordariomyceta
6.1%

Sordariomycetes
6.1%

Hypocreomycetidae
4.1%

Hypocreales
3.7%

Nectriaceae
3%

Fusarium
3%

Fusarium
oxysporum species complex

2%
Fusarium

oxysporum
2%

Sordariomycetidae
1.8%

Sordariales
1.8%

Sordariaceae
1.8%

Neurospora
1.8%

Neurospora
crassa
1.8%

Metazoa
5.2%

Eumetazoa
5.1%

Bilateria
5%

Protostomia
3.3%

Ecdysozoa
2.7%

Panarthropoda
2.3%

Arthropoda
2.3%

Mandibulata
2.1%

Pancrustacea
2.1%

Crustacea
1.1%

Branchiopoda
1.1%

Phyllopoda
1.1%

Diplostraca
1.1%

Cladocera
1.1%

Anomopoda
1.1%

Daphniidae
1.1%

Daphnia
1.1%

Daphnia
pulex
1.1%

Hexapoda
0.9%

Insecta
0.9%

Dicondylia
0.9%

Pterygota
0.9%

Neoptera
0.9%

Endopterygota
0.6%

Lophotrochozoa
0.6%

Annelida
0.5%

Polychaeta
0.5%

Scolecida
0.5%

Capitellida
0.5%

Capitellidae
0.5%

Capitella
0.5%

Capitella
teleta
0.5%

Deuterostomia
1.3%

Chordata
1.2%

Craniata
1.2%

Vertebrata
1.2%

Gnathostomata
1.2%

Teleostomi
1.2%

Euteleostomi
1.2%

Sarcopterygii
1%

Dipnotetrapodomorpha
1%

Tetrapoda
1%

Amniota
1%

Mammalia
0.8%

Theria
0.8%

Eutheria
0.8%

Boreoeutheria
0.8%

Laurasiatheria
0.6%

Stramenopiles
0.7%

Bacillariophyta
0.6%

Bacillariophyceae
0.5%

Bacillariophycidae
0.5%

Naviculales
0.5%

Phaeodactylaceae
0.5%

Phaeodactylum
0.5%

Phaeodactylum
tricornutum

0.5%

Phaeodactylum
tricornutum CCAP 1055/1

0.5%



sample_SM7_uc2_sequence_fastq (total reads: 782264)

root
100%

cellular
organisms

100%
Bacteria
16.8%

Cyanobacteria
0.3%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
5.7%

Gammaproteobacteria
1%

Pseudomonadales
0.5%

Pseudomonadaceae
0.4%

Pseudomonas
0.4%

Alphaproteobacteria
0.7%

Betaproteobacteria
2.4%

Burkholderiales
1.9%

Comamonadaceae
0.6%

Firmicutes
0.5%

Bacteroidetes/Chlorobi
group
3.4%

Bacteroidetes
3.4%

Flavobacteriia
2.6%

Flavobacteriales
2.3%

Flavobacteriaceae
1.5%

Flavobacterium
1%

Actinobacteria
3.3%

Actinobacteria
3.3%

Streptomycetales
2.8%

Streptomycetaceae
2.8%

Streptomyces
2.8%

Streptomyces
olindensis

2.8%

Eukaryota
31%

Viridiplantae
5.2%

Streptophyta
5.1%

Streptophytina
5.1%

Embryophyta
5.1%

Tracheophyta
5.1%

Euphyllophyta
4.9%

Spermatophyta
4.9%

Magnoliophyta
4.9%

Mesangiospermae
4.8%

Liliopsida
3.9%

Petrosaviidae
3.9%

commelinids
3.9%

Poales
3.8%

Poaceae
3.8%
BOP
clade
3.6%

Oryzoideae
0.9%

Oryzeae
0.9%

Oryzinae
0.9%

Oryza
0.9%

Oryza
glaberrima

0.8%

Pooideae
2.3%

Triticodae
2.3%

Triticeae
2.3%

Triticinae
2%

Triticum
1.8%

Triticum
aestivum

0.2%

Triticum
urartu
1.4%

Opisthokonta
12.5%
Fungi
7.5%

Dikarya
7.5%

Ascomycota
7.5%

saccharomyceta
7.4%

Pezizomycotina
7.4%

leotiomyceta
7.4%

sordariomyceta
7%

Sordariomycetes
7%

Hypocreomycetidae
5.1%

Hypocreales
4.7%

Nectriaceae
4%

Fusarium
4%

Fusarium
oxysporum species complex

2.9%
Fusarium

oxysporum
2.9%

Sordariomycetidae
1.8%

Sordariales
1.7%

Sordariaceae
1.7%

Neurospora
1.7%

Neurospora
crassa
1.7%

Metazoa
4.6%

Eumetazoa
4.5%

Bilateria
4.4%

Protostomia
2.8%

Ecdysozoa
2.2%

Panarthropoda
1.8%

Arthropoda
1.8%

Mandibulata
1.6%

Pancrustacea
1.6%

Crustacea
0.7%

Branchiopoda
0.7%

Phyllopoda
0.7%

Diplostraca
0.7%

Cladocera
0.7%

Anomopoda
0.7%

Daphniidae
0.7%

Daphnia
0.7%

Daphnia
pulex
0.7%

Hexapoda
0.8%

Insecta
0.8%

Dicondylia
0.8%

Pterygota
0.8%

Neoptera
0.8%

Endopterygota
0.6%

Lophotrochozoa
0.6%

Annelida
0.5%

Polychaeta
0.5%

Scolecida
0.5%

Capitellida
0.5%

Capitellidae
0.5%

Capitella
0.5%

Capitella
teleta
0.5%

Deuterostomia
1.2%

Chordata
1.2%

Craniata
1.2%

Vertebrata
1.2%

Gnathostomata
1.2%

Teleostomi
1.2%

Euteleostomi
1.2%

Sarcopterygii
1%

Dipnotetrapodomorpha
1%

Tetrapoda
1%

Amniota
1%

Mammalia
0.8%

Theria
0.8%

Eutheria
0.8%

Boreoeutheria
0.8%

Laurasiatheria
0.6%

Stramenopiles
0.5%

Bacillariophyta
0.4%

Bacillariophyceae
0.3%

Bacillariophycidae
0.3%

Naviculales
0.3%

Phaeodactylaceae
0.3%

Phaeodactylum
0.3%

Phaeodactylum
tricornutum

0.3%

Phaeodactylum
tricornutum CCAP 1055/1

0.3%



sample_SM8_uc3_sequence_fastq (total reads: 967825)

root
100%

cellular
organisms

100%
Bacteria
18.5%

Cyanobacteria
0.4%

Oscillatoriophycideae
0.2%

Oscillatoriales
0.1%

Proteobacteria
6.7%

Gammaproteobacteria
0.9%

Pseudomonadales
0.3%

Pseudomonadaceae
0.3%

Pseudomonas
0.3%

Alphaproteobacteria
0.8%

Betaproteobacteria
3%

Burkholderiales
2.3%

Comamonadaceae
0.7%

Firmicutes
0.5%

Bacteroidetes/Chlorobi
group
3.8%

Bacteroidetes
3.8%

Flavobacteriia
2.9%

Flavobacteriales
2.6%

Flavobacteriaceae
1.6%

Flavobacterium
1.1%

Actinobacteria
3.2%

Actinobacteria
3.2%

Streptomycetales
2.8%

Streptomycetaceae
2.8%

Streptomyces
2.8%

Streptomyces
olindensis

2.8%

Eukaryota
30.3%

Viridiplantae
5%

Streptophyta
5%

Streptophytina
5%

Embryophyta
5%

Tracheophyta
4.9%

Euphyllophyta
4.8%

Spermatophyta
4.8%

Magnoliophyta
4.8%

Mesangiospermae
4.7%

Liliopsida
3.7%

Petrosaviidae
3.7%

commelinids
3.7%

Poales
3.7%

Poaceae
3.7%
BOP
clade
3.5%

Oryzoideae
0.8%

Oryzeae
0.8%

Oryzinae
0.8%

Oryza
0.8%

Oryza
glaberrima

0.7%

Pooideae
2.2%

Triticodae
2.2%

Triticeae
2.2%

Triticinae
1.9%

Triticum
1.7%

Triticum
aestivum

0.2%

Triticum
urartu
1.3%

Opisthokonta
11.8%

Fungi
6.7%

Dikarya
6.7%

Ascomycota
6.7%

saccharomyceta
6.7%

Pezizomycotina
6.6%

leotiomyceta
6.6%

sordariomyceta
6.3%

Sordariomycetes
6.2%

Hypocreomycetidae
4.7%

Hypocreales
4.3%

Nectriaceae
3.6%

Fusarium
3.6%

Fusarium
oxysporum species complex

2.7%
Fusarium

oxysporum
2.7%

Sordariomycetidae
1.5%

Sordariales
1.4%

Sordariaceae
1.4%

Neurospora
1.4%

Neurospora
crassa
1.4%

Metazoa
4.6%

Eumetazoa
4.5%

Bilateria
4.5%

Protostomia
2.8%

Ecdysozoa
2.2%

Panarthropoda
1.8%

Arthropoda
1.8%

Mandibulata
1.6%

Pancrustacea
1.6%

Crustacea
0.8%

Branchiopoda
0.8%

Phyllopoda
0.8%

Diplostraca
0.8%

Cladocera
0.8%

Anomopoda
0.8%

Daphniidae
0.8%

Daphnia
0.8%

Daphnia
pulex
0.8%

Hexapoda
0.7%

Insecta
0.7%

Dicondylia
0.7%

Pterygota
0.7%

Neoptera
0.7%

Endopterygota
0.5%

Lophotrochozoa
0.5%

Annelida
0.5%

Polychaeta
0.5%

Scolecida
0.5%

Capitellida
0.5%

Capitellidae
0.5%

Capitella
0.5%

Capitella
teleta
0.5%

Deuterostomia
1.3%

Chordata
1.2%

Craniata
1.2%

Vertebrata
1.2%

Gnathostomata
1.2%

Teleostomi
1.2%

Euteleostomi
1.2%

Sarcopterygii
1%

Dipnotetrapodomorpha
1%

Tetrapoda
1%

Amniota
1%

Mammalia
0.8%

Theria
0.8%

Eutheria
0.8%

Boreoeutheria
0.8%

Laurasiatheria
0.6%

Stramenopiles
0.6%

Bacillariophyta
0.5%

Bacillariophyceae
0.4%

Bacillariophycidae
0.4%

Naviculales
0.4%

Phaeodactylaceae
0.4%

Phaeodactylum
0.4%

Phaeodactylum
tricornutum

0.4%

Phaeodactylum
tricornutum CCAP 1055/1

0.4%


