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0.3%

Xanthomonas
translucens

0.3%

Stenotrophomonas
0%

Alphaproteobacteria
0.5%

Betaproteobacteria
2.3%

Burkholderiales
1%

Comamonadaceae

0%

Burkholderiaceae
0.4%

Burkholderia
0.4%

unclassified
Burkholderiales

0.4%

Burkholderiales
Genera incertae sedis

0.4%

Aquabacterium
0.4%

environmental
samples

0.4%uncultured
Aquabacterium sp.

0.4%

unclassified
Betaproteobacteria

0%

Rhodocyclales
0.1%

Rhodocyclaceae
0.1%

unclassified
Proteobacteria

15.7%

Firmicutes
0.7%

Bacilli
0.1%

Bacillales
0%

Lactobacillales
0.1%

Streptococcaceae
0%

Clostridia
0.5%

Clostridiales
0.5%

Peptococcaceae
0.4%

Desulfitobacterium
0.4%

Desulfitobacterium
hafniense

0.4%

Ruminococcaceae

0%

unclassified
Bacteria

1.1%

candidate
division JS1

0.5%

environmental
samples

0.5%

uncultured
candidate division JS1 bacterium

0.5%

Chlamydiae/Verrucomicrobia
group
0%

Verrucomicrobia
0%

Bacteroidetes/Chlorobi
group
0.1%

Bacteroidetes
0.1%

Flavobacteriia

0%

Flavobacteriales

0%

Flavobacteriaceae

0%

Flavobacterium
0%

Flavobacterium
psychrophilum

0%

Sphingobacteriia

0%

Sphingobacteriales

0%

unclassified
Bacteroidetes

0%

unclassified
Bacteroidetes (miscellaneous)

0%

Fibrobacteres/Acidobacteria

group

0%

Acidobacteria

0%

Actinobacteria
3%

Actinobacteria
3%

Actinomycetales
2.4%

unclassified
Actinomycetales

2.4%

unclassified
Actinomycetales (miscellaneous)

2.4%

Micrococcales
0.2%

Planctomycetes
0%

Planctomycetia
0%

Planctomycetales
0%

Planctomycetaceae
0%

unclassified
Planctomycetaceae

0%

Archaea
0.1%

Thaumarchaeota
0.1%

Nitrososphaeria
0.1%

Nitrososphaerales
0.1%

Nitrososphaeraceae
0.1%

Nitrososphaera
0.1%

Eukaryota
4.2%

Viridiplantae

0%

Opisthokonta
3.9%

Fungi
3.9%

Chytridiomycota
0.4%

Chytridiomycetes
0.4%

Chytridiales
0%

unclassified
Chytridiales

0%

Chytridiales
sp. JEL187

0%

Chytriomycetaceae
0%

Cladochytriales
0.3%

Endochytriaceae
0.3%

Endochytrium
0.3%

Endochytrium
ramosum

0.3%

Nowakowskiellaceae
0%

Nowakowskiella
0%

Nowakowskiella
elegans

0%

environmental
samples

0.1%

uncultured

soil fungus

0%

unclassified
Fungi
0%

Dikarya
2.7%

Ascomycota
2.3%

saccharomyceta
1.9%

Saccharomycotina
0.3%

Saccharomycetes
0.3%

Saccharomycetales
0.3%

Saccharomycetaceae
0%

Debaryomycetaceae
0.2%

Candida/Lodderomyces
clade
0.2%

Candida
0.2%Candida

albicans
0.2%

Pezizomycotina
1.5%

leotiomyceta
1.4%

Eurotiomycetes
0.1%

Chaetothyriomycetidae
0.1%

Chaetothyriales
0.1%

Herpotrichiellaceae
0.1%

Eurotiomycetidae
0%

Eurotiales
0%

Eurotiomycetidae
incertae sedis

0%

Spiromastix
0%

Spiromastix
warcupii

0%

Lecanoromycetes
0.2%

OSLEUM
clade
0.2%
Ostropomycetidae

0.1%

Sarrameanales
0%

Sarrameanaceae
0%

Loxospora
0%Loxospora

ochrophaea
0%

dothideomyceta
0.1%

sordariomyceta
0.5%

Sordariomycetes
0.4%

Hypocreomycetidae
0%

Hypocreales
0%

Sordariomycetidae
0.3%

Basidiomycota
0.3%

Agaricomycotina
0.2%

Agaricomycetes
0.1%

Agaricomycetes
incertae sedis

0%

Agaricomycetidae
0%

Agaricales
0%

Cryptomycota
0.1%

Rozella
0.1%

Ralstonia
0%

Ralstonia
sp. 1−6

0%

Clavicipitaceae
0%

Nectriaceae
0%

Fusarium
0%


